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Table S1. Protein rejection data showing protein carry-through for Qiagen and SCODA purification methods

E. coli lysate sample Initial lysate protein concentration (�g/mL) Final protein concentration (�g/mL) Protein rejection ratio

Qiagen
Control 270 � 83 3.9 � 2.8 69
Spiked 9,300 � 480 190 � 57 49

SCODA
Control 1,400 � 95 0.3 � 0.5 4700
Spiked 13,000 � 700 3.8 � 5.0 3400

From left to right, first column indicates purification method and spiking with 43.75 mg of BSA; second and third columns indicate protein levels after lysate
and then after purification, respectively; final column indicates the protein rejection ratio.
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Table S2. Sequence distribution: Complete distribution of best-scoring hits to known DNA sequences

Sequence Identity Range 
0-
10

11-
20

21-
30

31-
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41-
50

51-
60

61-
70

71-
80

81-
90

91-
100
            

ORGANISM           
0075142 018610 51BC sutnecserc retcaboluaC 1

2 Novosphingobium aromaticivorans DSM12444 0 1 3 8 16 10 13 7 1 0
3 Rhodopseudomonas palustrisHaA2 0 1 8 12 13 14 7 3 0 0
4 Anaeromyxobacter dehalogenans 2CP-C 0 0 3 5 17 18 8 0 0 0

00033 863140 1HS acitlab alulleripodohR 5
004711 53500 6522BR sisneksala sixypognihpS 6
014014 33120 4952CCTH silarotil retcaborhtyrE 7

8 Bradyrhizobium japonicum USDA110 0 1 3 2 6 4 7 1 0 0
00029 74100 A41NCA .rtsinla aiknarF 9
20136 43300 1OAP asonigurea sanomoduesP 01

11 Leifsonia xyli subsp.xylistr.CTCB07 0 0 0 0 5 4 6 5 1 0
00325 43400 990303FFAM itol muibozihroseM 21
00036 52200 383.ps airedlohkruB 31

14 Agrobacterium tumefaciens str.C58 0 2 1 0 2 2 8 0 2 0
15 Xanthomonas campestris pv.campestris str.80 0 1 2 2 1 6 4 0 0 0
16 Burkholderia cenocepacia AU1054 0 0 2 1 6 2 4 0 0 0
17 Thiobacillus denitrificans ATCC25259 0 0 2 2 3 4 3 0 1 0

00055 31000 24 NFC ilte muibozihR 81
00004 62110 462E sisnednaliaht airedlohkruB 91
00133 52000 25101MFI acinicraf aidracoN 02

21 Burkholderia pseudomallei strain K96243 0 0 0 6 3 1 3 0 0 0
00133 13110 61H ahportue ainotslaR 22

23 Streptomyces avermitilis MA-4680 0 0 1 2 1 4 4 0 0 0
00024 13100 2261KD suhtnax succocoxyM 42
00010 33210 1247CCP suecaloiv retcaboeolG 52
01033 30000 666SJ.ps sanomoraloP 62
00003 21022 muediocsid muiletsoytciD 72

28 Ralstoniasolana cearum GMI1000 0 1 1 3 1 4 0 0 0 0
00012 33100 44332CCTA iellam airedlohkruB 92
00021 23010 1.4.2 sedioreahps retcabodohR 03

31 Mycobacterium avium subsp.paratuberculosis 0 0 0 1 5 2 1 0 0 0
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32 Rhodoferax ferrireducens DSM15236 0 0 1 3 2 2 0 0 1 0
33 Chromobacterium violaceum ATCC12472 0 0 1 1 2 0 4 0 0 0
34 Rhodospirillum rubrum ATCC11170 0 0 2 3 1 1 1 0 0 0
35 Bordetella parapertussis strain 12822 0 0 1 2 1 3 1 0 0 0
36 Bordetella bronchiseptica strain RB50 0 0 0 0 1 1 5 0 0 0

00013 20100 1NbE.ps sucraozA 73
00003 10200 1CNB.ps muibozihroseM 83

39 Methylococcus capsulatus str.Bath 0 0 1 2 2 0 1 0 0 0
00032 10000 sutaicsafeuqniuq sneipip xeluC 04

41 Symbiobacterium thermophilum IAM14863 0 0 0 2 1 1 1 0 0 0
42 Bordetella pertussis strain TohamaI 0 0 1 2 1 0 1 0 0 0

00011 03000 004BL snarovonex airedlohkruB 34
00021 02000 1AHR.ps succocodohR 44
00100 22000 41X sisnegrubmah retcabortiN 54
00020 11100 7D3 murapiclaf muidomsalP 64

47 Pseudomonas syringae pv.syringae B728a 0 0 2 2 0 1 0 0 0 0
00020 30000 5-fP snecseroulf sanomoduesP 84
00011 02000 SCM.ps muiretcabocyM 94
00011 01100 mutnelucs enocisrepocyL 05
00020 10010 izihryhc aparospokahP 15

52 SCO939120 Streptomyces coelicolor A3(2) 0 0 0 1 0 3 0 0 0 0
53 Pseudomonas entomophila str.L48 0 0 0 1 0 1 1 1 0 0

00002 20000 431PMJ ahportue ainotslaR 45
00011 02000 3IcC.ps aiknarF 55
00001 10010 TK sutallegalf sullicabolyhteM 65

57 Magnetospirillum magneticum AMB-1 0 0 0 0 2 1 0 0 0 0
00001 02000 552-bN iyksdargoniw retcabortiN 85

59 Brucella abortus biovar1 str.9-941 0 0 0 0 1 0 1 1 0 0
00010 10100  06
00001 02000 suenara xeroS 16

62 Chromohalobacters alexigens DSM3043 0 0 0 1 0 2 0 0 0 0
63 Mycobacterium tuberculosis H37Rv 0 1 0 1 0 1 0 0 0 0

00000 01200 0401MT.ps retcab iciliS 46
00111 00000 XY acsuf adifibomrehT 56

66 Yersinia pseudotuberculosis IP32953 0 0 0 1 0 1 1 0 0 0
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67 Salmonella enterica subsp.enterica 0 0 0 0 0 0 2 1 0 0
68 SCO939111 Streptomyces coelicolor A3(2) 0 0 0 0 0 2 1 0 0 0

00010 02000 BCR acitamora sanomorolhceD 96
11000 00000 0113W iloc aihcirehcsE 07
00010 10000 1AK.ps sanomognihpS 17
00001 10000 iitdrahnier sanomodymalhC 27

73 SME591787 Sinorhizobium meliloti 1021 0 0 0 0 1 0 1 0 0 0
74 Pelobacter carbinolicus DSM2380 0 0 0 1 1 0 0 0 0 0
75 SME591788 Sinorhizobium meliloti 1021 0 0 0 0 0 0 0 2 0 0
76 SCO939124 Streptomyces coelicolor A3(2) 0 0 0 0 1 1 0 0 0 0

01010 00000 muiretcab derutlucnU 77
00001 10000 0442TK aditup sanomoduesP 87

79 SCO939131 Streptomyces coelicolor A3(2) 0 0 0 0 2 0 0 0 0 0
00000 01010 04-2 snadarged sugahporahccaS 08

81 Desulfovibrio vulgaris subsp.vulgaris str.H 0 0 1 0 1 0 0 0 0 0
82 SME591789 Sinorhizobium meliloti 1021 0 0 0 1 1 0 0 0 0 0
83 SCO939106 Streptomycescoelicolor A3(2) 0 0 0 0 0 1 0 1 0 0

00000 10100 43HC snarudillatem ainotslaR 48
85 Xanthomonasa xonopodis pv.citristr.306 0 0 0 2 0 0 0 0 0 0
86 Lawsonia intracellularis PHE/MN1-00 0 0 0 0 0 2 0 0 0 0

00000 10100 543nillE muiretcab airetcabodicA 78
88 SCO939122 Streptomyces coelicolor A3(2) 0 0 1 0 1 0 0 0 0 0
89 Rubrobacter xylanophilus DSM9941 0 0 0 1 0 1 0 0 0 0
90 RME591985 Sinorhizobium meliloti 1021 0 0 0 0 0 1 0 1 0 0

00000 20000 0217CCP.ps cotsoN 19
00100 10000 640sS iennos allegihS 29
00001 00100 BxoC susonitaleg xavivirbuR 39
00001 10000 8BH sulihpomreht sumrehT 49

95 SME591792 Sinorhizobium meliloti 1021 0 0 0 1 0 1 0 0 0 0
00001 00010 sisnenikep.psbu sapar acissarB 69
00100 00000 .ps retcabohtnaX 79
00010 00000 M61sisnetilem allecurB 89
00000 01000 3-C8 niarts ilte muibozihR 99
00000 00100 asonigurea sanomoduesP 001
00000 00100 agig aertsossarC 101
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102 Streptomyces rimosus subsp.paromomycinus 0 0 0 1 0 0 0 0 0 0
103 SCO939105 Streptomyces coelicolor A3(2) 0 0 0 0 0 1 0 0 0 0
104 Actinosynnema pretiosum subsp.auranticum 0 0 0 0 0 1 0 0 0 0

00000 00100 3-SSD iyoremopretcabiciliS 501
106 SCO939125 Streptomyces coelicolor A3(2) 0 0 0 1 0 0 0 0 0 0
107 SCO939115 Streptomyces coelicolor A3(2) 0 0 0 0 1 0 0 0 0 0
108 SCO939119 Streptomyces coelicolor A3(2) 0 0 0 0 0 1 0 0 0 0
109 Laccaria bicolor cloneJGIAHZW-15X 0 0 0 0 0 1 0 0 0 0
110 AF245377 Verrucomicrobium spinosum 0 0 0 0 1 0 0 0 0 0
111 Streptomyces nanchangensis NS3226 0 0 1 0 0 0 0 0 0 0
112 Natronomonas pharaonis DSM2160 0 0 0 0 1 0 0 0 0 0
113 AF263011S1 Streptomyces griseus 0 0 0 0 1 0 0 0 0 0
114 Geobacter metallireducens GS-15 0 0 0 0 1 0 0 0 0 0

00000 00100 muvluf muiropsodalC 496213FA 511
116 AF325500 Antheraea yamamai transposon 0 0 0 1 0 0 0 0 0 0

00000 10000 sisnegrubsiffets secymotpertS 711
00001 00000 31MSD simrofinehcil sullicaB 811
00010 00000 eneg Tdrh suesirg.S 911

120 AF019706 Meleagris gallopavo microsatellite 0 1 0 0 0 0 0 0 0 0
00000 01000 114K muiekiej muiretcabenyroC 121

122 CNS01DDN Botrytis cinerea strain T4 0 0 1 0 0 0 0 0 0 0
00000 10000 sitserga airallitirF 754730FA 321

124 Pseudomonas citronellolis atuA gene 0 0 0 0 1 0 0 0 0 0
00000 00100 eneg Acer sisolucrebut.M 521

126 Roseobacter denitrificans OCh 114 0 0 0 1 0 0 0 0 0 0
127 SCO939110 Streptomyces coelicolor A3(2) 0 0 0 0 1 0 0 0 0 0
128 Azospirillum brasilense bacA gene 0 0 0 0 0 0 1 0 0 0

00000 00010 SLT mudipet muiborolhC 921
00000 10000 5069CC.ps succocohcenyS 031

131 Nitrosospira multiformis ATCC25196 0 1 0 0 0 0 0 0 0 0
00100 00000 103.rts a2 irenxelf allegihS 231

133 SCO939108 Streptomyces coelicolor A3(2) 0 0 0 0 0 1 0 0 0 0
00000 10000 1L murolf amsalposeM 431
00000 01000 370TFC iloc aihcirehcsE 531

136 AF310889 Dictyosteliumdiscoideum racD 1 0 0 0 0 0 0 0 0 0
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00000 00001 eneg 51nitca muediocsid.D 731
00000 10000 itolilem muibozihroniS 831
00000 01000 sunacixem xanaytsA 849591FA 931

140 Pseudoalteromonas haloplanktis str.TAC125 0 0 0 1 0 0 0 0 0 0
00000 00100 iikazakas retcaboretnE 141

142 MPA250887 Mycobacterium paratuberculosis 0 1 0 0 0 0 0 0 0 0
00000 10000 1BDBC.ps sedioccocolaheD 341
00000 01000 aniciral.L MC5CBRLL 441

145 Deinococcus geothermalis DSM11300 0 0 1 0 0 0 0 0 0 0
00000 00100 silatneirosispotalocymA 283AZC 641
00000 10000 alutacnurt ogacideM 741

148 RLE292764 Rhizobium leguminosarum 0 0 1 0 0 0 0 0 0 0
00000 00100 2KS sisnemukrob xarovinaclA 941

150 PAB296741 Pice aabies ATCmicrosatellite 0 0 1 0 0 0 0 0 0 0
00001 00000 722bS iidyob allegihS 151
00000 00001 ravitluc mudigrut mucitirT 251
00000 00100 munetnec mulliripsodohR 351
00000 01000 86-931 etalosi earelohc oirbiV 451
00000 01000 muniteira reciC 820515RAC 551

156 ASY18523Actinoplanessp.SE50/110 0 0 0 0 0 1 0 0 0 0
00000 00001 101BK iloc aihcirehcsE 751
00000 00010 bA3-3-AJ.ps succocohcenyS 851
00000 00100 1-CRN.ps muiretcabolaH 951

160 SME591782 Sinorhizobium meliloti 1021 0 0 0 1 0 0 0 0 0 0
161 Populus trichocarpa clonePop1-103L21 0 0 0 0 0 0 1 0 0 0
162 POL505006 Sorangium cellulosum spiG gene 0 0 0 0 0 1 0 0 0 0

00001 00000 amsalpotyhp swolley noinO 361
164 Erwinia carotovora subsp.atroseptica SCRI10 0 0 0 0 1 0 0 0 0 0
165 Legionella pneumophila subsp.pneumophila 0 0 1 0 0 0 0 0 0 0

00000 00100 siragluv suloesahP 155533FA 661
167 SCO939113 Streptomycescoelicolor A3(2) 0 0 0 0 0 1 0 0 0 0
168 Escherichia coli O157:H7EDL933 0 0 0 0 0 0 1 0 0 0
169 Carboxydothermus hydrogenoformans Z-2901 0 0 0 0 0 0 1 0 0 0
170 Uncultured bacterium gene for 16S rRNA 0 0 0 0 0 0 0 1 0 0

00000 00010 64HCY siligarf sedioretcaB 171
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00000 10000 1PDA.ps retcabotenicA 271
173 REU80928 Rhizobium etli strain CFN42 0 0 0 0 1 0 0 0 0 0

00000 00010 4-RM.ps allenawehS 471
175 Pseudoalteromonas atlantica T6c 0 0 0 0 1 0 0 0 0 0
176 ACNTRYXA A.caulinodans NtrY/NtrX DNA 0 0 0 0 0 0 1 0 0 0
177 AF156304 Eubalaena glacialis microsatellite 0 1 0 0 0 0 0 0 0 0
178 MVU87256 Mustela vison GTdinucleotide 0 1 0 0 0 0 0 0 0 0

00000 01000 sisneitragttuts aineneuK 971
180 SCO939132 Streptomyces coelicolor A3(2) 0 0 0 0 1 0 0 0 0 0

00010 00000 enarretidem sispotalocymA 181
182 Uncultured bacterium zdt-39a1 clone 0 0 0 0 1 0 0 0 0 0
183 Streptococcus pneumoniae strain 34359 0 0 1 0 0 0 0 0 0 0
184 Nuphar lutea GA dinucleotide repeat 0 0 0 0 1 0 0 0 0 0

00100 00000 earret ainodroG 581
186 SCO939126 Streptomyces coelicolor A3(2) 0 0 0 1 0 0 0 0 0 0
187 Ehrlichia ruminantium strain Welgevonden 0 0 0 1 0 0 0 0 0 0

00000 01000 BS sucihportidica suhportnyS 881
00000 00100 silibomicuap sanomognihpS 981

190 Boechera divaricarpa isolateSLW-348-443-D0 0 1 0 0 0 0 0 0 0 0
191 SME591785 Sinorhizobium meliloti 1021 0 0 0 0 0 1 0 0 0 0
192 Nitrosococcus oceani ATCC19707 0 1 0 0 0 0 0 0 0 0

00000 00100 1SCC.ps aihcsannaJ 391
00001 00000 mutenika muinolcodneduesP 491

195 AF247178 Picea glauca needle chlorophylla/b- 0 0 0 0 0 0 1 0 0 0
00000 10000 adicicsip alleruetsaP TACPPSAP 691

197 Pig DNA sequence from clone CH242-112C22on 0 0 0 1 0 0 0 0 0 0
198 AHU56832 Aeromonas hydrophila FK506 0 0 1 0 0 0 0 0 0 0
199 Microbacterium arborescens strain SE14 0 0 0 0 0 1 0 0 0 0
200 SCO939116 Streptomyces coelicolor A3(2) 0 0 0 0 0 0 1 0 0 0
201 Streptomyces fradiae strain NRRL18158 0 0 0 0 0 1 0 0 0 0
202 AF061928 Plasposon pTnMod-Cm'OTc 0 0 0 1 0 0 0 0 0 0
203 Mycobacterium mucogenicum strain ATCC49651R 0 0 0 0 1 0 0 0 0 0

00000 10000 seiba.P 21BCHLAP 402
00000 00010 372MSD muloetul noytcidoleP 502

206 Corynebacterium glutamicum ATCC13032 0 0 0 1 0 0 0 0 0 0
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207 AF010496 Rhodobacter capsulatus strain SB100 0 0 0 1 0 0 0 0 0 0
00000 01000 alutacnurt ogacideM 802

209 SCO939121 Streptomyces coelicolor A3(2) 0 0 0 0 0 0 1 0 0 0
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